X6A  : Feedback Survey 

We would like to know were we can improve our beam line. Please take a couple of minutes to answer the questions below.

1. What are you taking home with you.

     1. Number of projects studied (project is defined as a protein native, 

        complex, derivatives, mutants). Can you name them?

      2. Number of data sets collected

         number of images/data set

         /frame 

         exposure time/frame

               3. Scaled data sets

                   Rfactors, I/I, completeness

2. Beam line readiness: Easy to use, documentation and explanations, scheduling 

3. Requirements: 



were they clearly communicated?



Registration, easy and comprehensible? Did you have difficulties? If so

                    could you comment?



Training, did you have problems completing them? If so which were they?

4. Housing, food  and transportation arrangements 

5. Your overall comments

